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'■:170.' Patentin version 3.1 

<210- 1 

•'.:i:.-> :ic 
<::i2--' PRT 

<213> Murinae sp . 
•:A00..' 1 

Hls Thr His Gin Asp Phe Gin Pro Val Leu His Leu Val Ala Leu Asn 
15 10 15 

Thr Pro Leu Ser 

20 

"■210> 2 

' ::ii:> 10 

^.212.' PRT 

-•■213:- Murinae sp. 

•.•■;oo> 2 

Mot Ala Arg Arg Ala Ser Val Gly Thr Asp 
5 10 

«:;:io> 3 



211> 182 



■:212> PRT 

•:J113> Homo sapiens 

•:400> 3 

}lis Ser His Arg Asp Phe Gin Pro Val Leu His Leu Val Ala Leu Asn 
5 10 15 



iler Pro Leu Ser Gly Gly Met Arg Gly lie Arg Gly Ala Asp Phe Gin 
?a 25 30 



Cys Phe Gin Gin Ala Arg Ala Val Gly Leu Ala Gly Thr Phe Arg Ala 
35 40 45 



Phe Leu 3er Ser Arg Leu Gin Asp Leu Tyr Ser lie Val Arg Arg Ala 
50 55 60 



Asp Arg Ala Ala Val Pro lie Val Asn Leu Lys Asp Glu Leu Leu Phe 
65 7 0 75 8 0 



Pro Ser Trp Glu Ala Leu Phe Ser Gly Ser Glu i:^ly Pro Leu Lys Pro 
85 90 95 



Gly Ala Arg lie Phe Ser Phe Asp Gly Lys Asp Val Leu Arg His Pro 
100 105 110 



Thr Trp Pro Gin Lys Ser Val Trp His Gly Ser Asp Pro Asn Gly Arg 

115 120 125 



Arg Leu Thr Glu Ser Tyr Cys Glu Thr Trp Arg Thr Glu Ala Pro Ser 
130 135 140 



A.:.a Thr Gly Gin Ala Ser Ser Leu Leu Gly Gly Arg Leu Leu Gly Gin 
::.45 150 155 160 



>r Ala Ala Ser Cys His His Ala Tyr ^le Val Leu Cys lie Glu Asn 
165 170 175 



■.er Phe Met Thr Ala Ser 
180 



v:.io> 4 



cacagccacc 


gcgact tcca 


gccggtgctc 


za z 3tggttg 


cgctcaacag 


cccc ::tgtca 


ggcgqcatgc 


ggggcatccg 


cggggccgac 


rto ::agtgct 


tccagcaggc 


gcgggccgtg 


gggctggcgg 


gca --z^-^.t t ocg 


cgcctt cctg 


-c-tcgcgcc 


t gcaggacct 


g Lacagcat c 


gtgcgccgtg 


ccgaccgcgc 


agccgtgccc 


atcgt caacc 


tcaaggacga 


gctgctgttt 


cccagctggg 


agger ct'jtt 


ctcaggctct 


gagggtccgc 


tgaagcccgg 


ggcacgcat c 


ttctcctttg 


acggcaagga 


cgtcctgagg 


caccccacct 


ggccccagaa 


gagcgtgtgg 


catggcrcgg 


accccaacgg 


gcgcaggctg 


accgagag zt 


actgtgagac 


gtggcggacg 


gaggctccct 


cggccacggg 


ccaggcctcc 


t cgct get gg 


ggggcaggct 


cot ggggcag 


agtgccgcga 


gcrgccatca 


cgcctacatc 


gtgctctgca 


ttgagaacag 


cttcatgact 



:ll > 546 
:12.> DNA 

^13' Homo sapiens 
lOO:- 4 

60 
120 

1 8 0 

2 4 0 
.300 
360 
4 20 
4 80 
54 0 

gcctcc 54 6 

<jlO> 5 

<211> 17 8 

-':jl2> PRT 

-:213;- Homo sapiens 



•.■4 00:- 5 

Asp Phe Gin Pro Val Leu His Leu Val Ala Leu Asn Ser Pro Leu Ser 
I 5 10 15 



Gly Gly Met Arg i31y lie Arg Gly Ala Asp Phe Gin Cys Phe Gin Gin 
20 25 30 



Ala Arg Ala Val Gly Leu Ala Gly Thr Phe Arg Ala Phe Leu Ser Ser 
35 40 45 



Arg Leu Gin Asp Leu Tyr Ser lie Val Arg Arg Ala Asp Arg Ala Ala 
50 55 60 



5 

Vui Pro lie Val Asn Leu Lys Asp Glu Leu Leu Phe Pro Ser Trp Glu 
■n-^ 70 75 30 

ALa Leu Phe Ser Gly Ser Glu Gly Pro Leu Lys Pro Gly Ala Arg lie 
3 5 90 95 

Phe Ser Phe Asp Gly Lys Asp Val Leu Arg His PrD Thr Trp Pro Gin 
100 105 110 

Lys Ser Val Trp His Gly Ser Asp Pro Asn Gly Arg Arg Leu Thr Glu 

115 120 125 

Ser Tyr Cys Glu Thr Trp Arg Thr Glu Ala Pro Ser Ala Thr Gly Gin 
130 135 140 

Ala Ser Ser Leu Leu Gly Gly Arg Leu Leu Gly Gin Ser Ala Ala Ser 
145 150 155 160 

Cys His His Ala Tyr lie VaL Leu Cys lie Glu Asn Ser Phe Met Thr 
165 173 175 

Ala Ser 

<110> 6 

<jll..> 534 

-'::12.- DNA 

-:1:13.' Homo sapiens 



-:400> 6 

gacttC'zagc cggtgctcca cctggttgcg ctcaa^agcc ccctgtcagg cggcatgcgg 60 

j'jcazz-zqzg gggccgact:t ccagt^cttz cagcaggcgc gggrcgtggg gctggcgggc i:":0 

acct--2gcg ccttcctgtic czcgzjzct-j caggacctgt acagratcgt g-gczgtg-- leo 

gaccg::gcag ccgtg::ccat cgcca acct c aaggacgagc rgctgtrrcc cagctgggag 24 0 

gctcr^ttct caggctcrga gggrcrgctg aagcccgggg cacgcaticrt ctccrtigac 3C0 

ggcaaggacg tc::tgaggca ccccac ::tgg ccccagaaga gcgtigtggca tggctcggac 36ij 

.::ccaa ::gggc gcaggctgac cgaga^ctac tgtgagacgt ggcggacgga ggcrccctcg 420 

gccacgggcc aggcctcctc gctgctgggg agcaggctcc -ggggcagag tgccgcgagc 430 




tgccatcacg cctacatcgt gctctgcatt gagaacagct tcatgactgc ctcc 



534 



